
PHYLOGENETIC TREES OF PRIMATES
Based on Different Molecular Analyses

Based on Albumin Proteins Based on DNA Hybridization Analysis

Numbers = percent change in nucleotides

Based on Amino Acid Sequence in Based on Clustered Organization
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Numbers = nucleotide replacements
  (per 100 codons) during evolution 01030507090

Genes in each cluster
are linked together on
same chromosome.


